Relative abundance — Summary across donors (fecal)
Sample—weighted mean per week (mean across all fecal samples pooled across donors)
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Relative abundance — Donor FO
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Relative abundance — Donor F1
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Relative abundance — Donor F3
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Relative abundance — Donor M4
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Relative abundance — Donor M5
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Relative abundance — Donor F6
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Relative abundance — Donor F7
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Relative abundance — Donor F8
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Relative abundance — Donor F9
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